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This listing of claims will replace all prior versions, and listings of claims in the application: 

i .ktih| i of Claims; 

(currently amended) A eouip u te r implomon tcd method efffeseftting for 
analyzing expression level information to lk o tod from firrt and Dooond c nmpl e s said method 

comprising tho stops of : 

ohtaininp a first > ^v pression level for a first expressed sequence; 

nhtaining a second ex pression leve l fnr said first expressed sequence; 

nhtdnm p information associated w i th said first expressed sequence, said 
^nf..n,.Hnn associat e^ «nth s.id first expressed senuence other than said first expression level 

and said second expre ssion level; 

displaying a first axis oorrooponding to indicativeof a value of said first 

expression level ui said firot sample ; 

displaying a second axis i,ub .t4 mtially porpo i iJi u uloi- to caid fi r .l muo, oaid oeco nd 
uxi^coiTOopondingto ^^^^^^t^,. . v.ln. of said second expression level in aaid oocond camplp ; 

ttxtcc 

fu iaoolcotodoxprcoDod ocquence. displaying a firet mark at a firet position, 
wherein said fi^ position h.s . first coordinate is sel e cted relative associated with te said first 
axis in accordance with m said first e xpression level of said first seleeted expressed sequence m 
:iid firit ir-r^- » "'^^^"^ coordinate relative associated with te said second axis in 

accordance with m said second expression level of said fi^ seleeted expressed sequence k^aid 
s econd oample; 

.scnri.tin p said fir st dis played mark with said obtained information associated 
with said first expresse d sequence. 

2. (currently amended) The method of claim 1 wherein said selected firet 
expressed sequence comprises a gene. 
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3. (currently amended) The method of claim 1 wherein said seleeted first 
expressed sequence comprises a portion of a gene. 

4. (currently amended) The method of claim 1 further comprising #»«te^ 
repeatift^^ displaying a second mark step for asecond a plurality of Goleoted expressed 
sequence soquenc e s . 

5. (currently amended) The method of claim 1 further comprising the^ 
efe meniteriag obtaining said m expression level of said m expressed sequence in said a first 
sample and ^Kt.ini« p ..id second ^ypr^^^^^inn level of smd first expressed sequence in said a 
second sample. 

6. (currently amended) The method of claim ^ 5 wherein said meniteHfig 
nht^ir^in p said first e x pression level A^u f oi o ne of said o nmp1e-i comprises substeps^: 

receiving ii^«tti»g a plurality of hybridization intensities ef associated with at 
least a pairs Eik of a perfect match probe and a mismatch probe pfebes, said perfect match erobe 
probes being perfectly complementary to a said first expressed sequence t oigot nucleic acid 
.tq u c nco mdicative u f uj iprcasion of laid ooloctod gene and said mismatch prebes Eiobe having 
at least one base mismatch with said first expressed target sequence, and said plurality of 
hybridization intensities indicating a plurality of hybridization affinitigs alikHty aUgast between 
said perfect match pmhe and said first expressed sequence and between said mismatch probe 
pfebes and u miplo nuoloio noid «aid first expressed sequence fiuiu.aidonc of said ^nmpK 
associating ee«^ari«g said^luraUtyof hybridization intensities of forsaid 
oaoh pair of perfect match probe and said mismatch probe; and 

obtaining generafeig said first expression level for said first expressed sequence 
nn at least infor mation associated wif i^ plurality of hvbridization intensities 
one of paid aamploo rcopono i yc to rooulto of oaid comparing atep . 

7. (currently amended) The method of claim 6 fiirther comprising thootepof : 
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associatin2 eefapariftg g H;fy.rP«r.P threshold and a difference between said 

plurality of hybridization intensities of said perfect match and said mismatch probes at*%ase 

position to a difforonoo tbroohold . 

8. (currently amended) The method of claim 7 further comprising the stop of : 
associating eemparing n ratio threshold and a quotient of said plurality of 

hybridization intensities of said perfect match probe and said mismatch probe probes at*%ase 
position to a ratio throohold . 

9. (currently amended) The method of claim 6 fiirther comprising tho steps 

ef: 

far each of said at least a pair of « perfect match nrohe and a mismatch probe, 

a) counting a probe pair as a positive probe pair to increment a positive 
probe pair count if a perfect match probe intensity minus a mismatch probe intensity exceeds a 
difference threshold and said perfect match probe intensity divided by said mismatch probe 

intensity exceeds a ratio threshold; 

b) counting said probe pair as a negative probe pair to increment a 
negative probe pair count if said mismatch probe intensity minus said perfect match probe 
intensity exceeds said difference threshold and said mismatch probe intensity divided by said 
perfect match probe intensity exceeds said ratio threshold; and 

e) computing a logarithmic ratio of said perfect match probe intensity to 

said mismatch probe intensityi 

PQrimatin p a difference of said perfect match probe intensity and said 

mismatch probe intensity. 

10. (currently amended) The method of claim 9 further comprising fefr«teps 

ef: 
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icptuli ug aaid g). b), and c) otopo for each of said pfebe^ at least a pair of a 
P^..t n,.t.h nrobe ^ "^■>'n,.t.h nrobe. obtainin>> an average of said differences for said at 
least a pair of « perfect matc h probe and a mismatch probe; 

a ctmn ul at ing a oii m ri f dif T eronccc of mi l p cifc ct match n n d miomatch probe 

intonoities for probo pairo that cause; and 

obtaining deteHMmnt^ said first expression level of said seleeted firet expressed 
sequence h.^H nn .t least infom^.tmn associated with t^%e«i said average of said differences. 

11. (currently amended) The method of claim 1 fiirther comprising 

ef: 

receiving m «s« input of selection of seteetiag said first mark; and 
in response to said «s« input, displaying retrieved information 6b6«t.associated 
with said firet seleeted expressed sequence. 

12. (currently amended) The method of claim 1 1 further comprising Meps 

ef: 

in response to said user input, displaying said retrieved information about 
associatedwife said fet seleeted expressed sequence; said refiieyed information comprising said 
nhtnined informa tion ...nniated wit h ^^iH fir.t exnressed se^nenc^, said obtained information 
including an identifier for said firet seleeted expressed sequence. 

13. (currently amended) The method of claim 12 wherein said iafeHftatiea 
abeut identifier for said firet seleeted expressed sequence comprises a GenBank accession 
number. 

14. (currently amended) The method of claim 12 wherein said retrieved 
information associated with abeut said first seleeted expressed sequence comprises a GenBank 
database record for said first seleeted expressed sequence. 
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15 (currently amended) The method of claim i 5 wherein said first sample 
and said second sample are collected from tissue samples differing inaparticularc 

16. (currently amended) The method of claim 15 wherein said particular 
characteristic comprises prooonoo of a disease state. 

17. (original) The method of claim 15 wherein said particular characteristic 
comprises a treatment strategy for a disease. 

18. (currently amended) The method of claim 4- 15 wherein said particular 
characteristic is a stage of a disease. 

Cd^^ 19 (currently amended) The method of claim 1 further comprising *e^te^: 

displaying a third axis .ub .laiil iallypcrp^n J i c ulai t o fi ri t t»uo and to on i d 
seeentais in a three-dimensional display enviromnent wherein said first position of said first 
mark i. fuilhu .dcctod rHtitive to has a third coordinate associated with said third axis m 
accordance with a aa feird expression level of said fist seteeted expressed sequence ^^h^ 
sample. 




20. (canceled) 

21. (canceled) 

22. (canceled) 

23. (canceled) 

24. (canceled) 
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25. (currently nnr-"^-^) ^ ^nmpi.te r-readahle medium including instructions 
for piofeiumpiuductforprf^imtinc analyzing expression level information oj coUootod from first 

and oooond oaiuplco, oaid prod u ct comprising:^ 

nne or more instn<p.tinns for obtaip in p a first expression level for a first expressed 

sequence: 

nnfi or more instnir.tinns for ob t aining a second expression level for said first 

expressed sequence; 

one or more instructions for ohtaining infor m at ion assoc iated with said first 
Pv pi^ssed seouePf-p said informati o n assodated with said first expressed sequence other than 
said first expression level and said sec ond expression level: 

nne. or more instTuctions eode for displaying a first axis oorrooponding to 
indicative of a value of said first e xpression level in said ftfot sample ; 

onpnr more instructions eede for displaying a second axis substantially 
pcrpondioular to ^ l Uid fiiPt axio, caiJ flccond axia coiTCoponding to indicative of a value of said 
second expression level in oaid oooond sample ; 

nnP or more instructions eede fo r, for a oolootcd oj^prooood ooquonre, displaying a 
firet mark at a first position, wherein said firet position has a first coordinate is solootod relative 
acisociatedwith te said first axis in accordance with m said first expression level of said firet 
selected expressed sequence in said firet sample and has a second coordinate rela^ associated 
with te said second axis in accordance with an said second expression level of said m seteeted 
expressed sequence in said s e cond sampl e; «id 

one or more instructions for associating sa id first disnlaved mark with said 
obtained information associated with sa id first expressed sequence 

g computer roadablo storage medium for storing the codes . 

26. (currently amended) The com puter-read able medium predeet of claim 25 
wherein said soloot e d first expressed sequence comprises a gene. 



Page 8 of 16 



Appl. No. 10/028,748 PATENI 
Amdt. dated May 16, 2003 
Reply to Office Action of January 16, 2003 

27. (currently amended) The computer-read able medium product of claim 25 
wherein said seteeted firet expressed sequence comprises a portion of a gene. 

28. (currently amended) The com puter-reada ble medium preduet of claim 25 
further comprising cede nn^ or more instructions for l epoatodly applying aaid displaying a 
second mark eede for asecond apluralit^^of oolocted expressed sequence soquono eo. 

29. (currently amended) The computer-read able medium product of claim 25 
fijrther comprising-eede nne nr more instructions for meftitefiBg obtaining said first expression 
level of said first expressed sequence in said a first sample and obtaining said second expression 
level of said first expressed sequence in said a second sample. 

30. (currently amended) The computer-read able medium product of claim ¥}■ 
29 wherein said ffle»iteri»g obtaining said fi rst expression level stop for one of said oompleo 
comprises: 

one or more instructions eede for receiving i^uttiag a plurality of hybridization 
intensities ftf associated with at least a pair patfs of a perfect match probe and a mismatch probe 
prebes, said perfect match probe probes being perfectly complementary to e said first expressed 
sequence targot nucloic acid aoquonco indicativo of e xproooion of oaid ooloctod g e ne and said 
mismatch probe prebes having at least one base mismatch with said first expressed target 
sequence, and said plurality of hybridization intensities indicating aplurality of hybridization 
affinity affinities at least between said perfect match probe and said first expressed sequence and 
between said mismatchjrobe pfebes and a oomplo nucloic acid said first expressed sequence 

from oaid one of said samples ; 

one nr more instructions for associating comparing said plurality of fee 
hybridization intensities ef for said oaoh pair of perfect match probe and said mismatch probe; 
and 

one or more inRtnictions for obtaining generating said first expression level for 
said firet expressed sequence based on at lea st information asssociated with said plurality of 
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h yhridization intensities miJ uuid one of oaid oomploo rooponoivo to m :, ulto of oaid comp nrin s 

3 1 . (currently amended) The com puter-read able medium pfedaet of claim 30 
further comprising: 

nrxe. or more instructions eede for assgcjatog eempafiag a difference threshold 



and a difference between said plurality of hybridization intensities of said perfect match and said 
mismatch probes at a baoo pooition to a difforonco throohold . 

32. (nirr^'ntly ^r«^r.A^A) The mm puter-readab le medium ptedaet of claim 31 
further comprising: 



one or more 



instructions eede for associating omparing a rarin thre.«shold and a 



quotient of said plurality of h ybridization intensities of said perfect match Embe and sdd 
mismatch probe proboa at a boao position to a ratio throohold . 

33. (currently amended) The com puter-readable medium product of claim 30 
further comprising: 

for each of said at least a pair of a perfec t match probe and a mismatch probe, 
^ one or more instructions eede for counting a probe pair as a positive 
probe pair to increment a positive probe pair count if a perfect match probe intensity minus a 
mismatch probe intensity exceeds a difference threshold and said perfect match probe intensity 
divided by said mismatch probe intensity exceeds a ratio threshold; 

b) one or more instructions eede for counting said probe pair as a negative 
probe pair to increment a negative probe pair count if said mismatch probe intensity minus said 
perfect match probe intensity exceeds said difference threshold and said mismatch probe 
intensity divided by said perfect match probe intensity exceeds said ratio threshold; a»d 

e) one or more instructions eede for computing a logarithmic ratio of said 
perfect match probe intensity to said mismatch probe intensity; 
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one or more instmctions for estimating a dif ference of said perfect match 

probe intensity and said m ismatch probe intensity. 

34. (currently amended) The computer-read able medium predaet of claim 33 
further comprising: 

nn^ nr more instructions, code for ropoatiitt " baid a), b), and c) cod e'- , for each of 
said pfebe^ at least a pair of a perfect match probe and a mism atch probe, for obtaining an 
average of said differences for said at least a Pair of a p e rfect m atch probe and a mismatch probe; 

accumulating a oum of difForcncoo of oaid porfcot match and mismatch probe 

intonoitioa for probe paira that oous e ; and 

nnP nr more instructions cede for obtMning dotormining an sajd&gt expression 
level of said solocted firet expressed sequence based on at least information associated with 
m said average of said differences. 

35. (currently amended) Th^ rnmpiitpr-readable medium eiedaet of claim 25 
further comprising: 

HHP or more instmctions eede for receiving an use? input of selection of solooting 

said firet mark; and 

one or more instructions eede for, in response to said usef input, displaying 

retrieved information abe«t associated with said firet seleeted expressed sequence. 

36. (currently amended) The computer-read able medium preduet of claim 35 
further comprising: 

instructions eede for, in response to said usef input, displaying said 



one or more 



retrieved information abe«t associated with said first seleeted expressed sequence; said retrieved 
information comprising said obtained informatio n associated with said first expressed sequence, 
said obtained information inchiding an identifier for said first expressed sequence. 
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37 (currently amended) The computer-readable medium, p^ of claim 36 
wherein said«f—H*e«tide^ 

GenBank accession number. 

38 (currently amended) The computer^ead^^ of claim 36 
wherein said,^information,,..d^a^ 

comprises a GenBank database record for said m seleeted expressed sequence. 

39 (currently amended) IHe romputer-readable medium of claim 29 
wherein saidfirst sample and said second sample are collected from tissue samples d^ 



particular characteristic 



40. (currently amended) The compuL er-readable medium , p^ of claim 39 
wherein said particular characteristic comprises presenee^ a disease state. 

^2) 4j (currently amended) The computer-readable medium preduet of claim 39 

Qp D) wherein said particular characteristic comprises a treatment strategy for a disease. 

42 . (currently amended) The computer-readable medium pfed«et of claim i$ 
39 wherein said particular characteristic is a stage of a disease. 

43. (currently amended) The computer-readable medium predset of claim 25 

further comprising the atop of : , ^ 
i.^rfonsfor displaying a tliird axis . u ^. lm u iall , | iM|,nnrt , r„ln r. n 

I 1 -'H"^-'- a three^Jimemional display environment wherem sa,d 

firs, position of said m ma* iu fotUtu . t l .ulp^ r .ln t i vM n MWr^ ^"rdin^te. associate w.th 
"dthini axis in accordance withs^liideKpression level of saidto»l«^ 
sequence ki a third sample . 
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44. (canceled) 
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45. 



46. 



47. 



48. 



(canceled) 
(canceled) 
(canceled) 
(canceled) 
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